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RAW SEQUENCE LISTING DATE: 04/11/2002 

PATENT APPLICATION: US/10/0 84,4 06 TIME: 09:59:47 

Input Set : N:\Crf3\RULE60\100844 06.raw 
Output Set: N:\CRF3\04112002\J0844 06.raw 

1 <110> APPLICANT: Schwientek, Tilo 

2 Clausen, Henrik 

* -:120> TITLE OF INVENTION: UPD- N- Acety lglucosamine : 

4 Galactose-betal, 3 - N- Acetylgalactoseamine- alpha - R / (GlcNAc 

5 to GalNAc) betal , 6 - N- Acetylglucosamineyltransf erase , C2GnT3 
h <130> FILE REFERENCE: 4503/1G031 

7 <140> CURRENT APPLICATION NUMBER: 10/084,406 

8 -:141> CURRENT FILING DATE: 2002-02*25 

9 -:150> PRIOR APPLICATION NUMBER: 09/645,192 

10 • 151> PRIOR FILING DATE: 2000-08-24 r ». f 

11 vl60> NUMBER OF SEQ ID NOS : 17 - V ^ VZ> T** V** : 

12 -:170> SOFTWARE: FastSEQ for Windows Version 3.0 Wi * * ^ % %Jl £'"1 £*• f j 

14 v210:> SEQ ID NO: 1 % ^ 

15 • 211> LENGTH: 1362 
lh <212> TYPE: DNA 

17 <213> ORGANISM: Human 

1H <400> SEQUENCE: 1 



19 atgaagatat tcaaatgtta ttttaaacat accctacagc agaaagtttt catcctgttt 60 

20 ttaaccctat ggctgctctc tttgttaaag cttctaaatg tgagacgact ctttccgcaa 120 

21 aaagacattt acttggttga gtactcccta agtacctcgc cttttgtaag aaacagatac 180 

22 actcatgtta aggatgaagt caggtatgaa gttaactgtt cgggtatcta tgaacaggag 240 

23 cctttggaaa ttggaaagag tctggaaata agaagaaggg acatcattga cttggaggat 300 

24 gatgatgttg tggcaatgac cagtgattgt gacatttatc agactctaag aggttatgct 3 60 

25 caaaagcttg tctcaaagga ggagaaaagc ttcccaatag cctattcttt ggttgtccac 420 

26 aaagatgcaa ttatggttga aaggcttatc catgctatat acaaccagca caatatttac 480 

27 tgcatccatt atgatcgtaa ggcacctgat accttcaaag ttgccatgaa caatttagct 540 

28 aagtgcttct ccaatatttt cattgcttcc aaattagagg ctgtggaata tgcccacatt ti(.)Q 

29 tccagactcc aggctgattt aaattgcttg tcggaccttc tgaagtcttc aatccagtgg 660 

30 aaatatgtta tcaacttgtg tgggcaagat tttcccctga agtcaaattt tgaattggtg 7^0 

31 tcagagttga aaaaactcaa tggagcaaat atgttggaga cggtgaaacc cccaaacagt 780 

32 aaattggaaa gattcactta ccatcatgaa cttagacggg tgccttatga atatgtgaag 840 

33 ctaccaataa ggacaaacat ctccaaggaa gcaccccccc ataacattca gatatttgtt 900 

34 ggcagtgctt attttgtttt aagtcaagca tttgttaaat atattttcaa caactccatc 960 

35 gttcaagact tttttgcctg gtctaaagac acatactctc ctgatgagca cttttgggct 1020 

36 accttgattc gggttccagg aatacctggg gagatttcca gatcagccca ggatgtgtct 1080 

37 gatctgcaga gtaagactcg ccttgtcaag tggaattact atgaaggctt tttctatccc 1140 

38 agttgtactg gatctcacct tcgaagcgtg tgtatttatg gagctgcaga attaaggtgg 1200 

39 cttatcaaag atggacattg gtttgctaat aaatttgatt ctaaggtgga ccctatcttg 1260 

40 attaaatgct tggcagaaaa gcttgaagaa cagcagagag actggatcac tttgccctca 1320 

41 gaaaagttat ttatggatag aaatctcact accacatcat ga 1362 



43 <:210> SEQ ID NO: 2 

44 <211> LENGTH: 453 

45 <212> TYPE: PRT 
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46 <;213> ORGANISM: Human 
4 7 <400> SEQUENCE: 2 
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95 370 375 380 

96 Ser His Leu Arg Ser Val Cys lie Tyr Gly Ala Ala Glu Leu Arg Trp 

97 385 390 395 400 

98 Leu lie Lys Asp Gly His Trp Phe Ala Asn Lys Phe Asp Ser Lys Val 

99 405 410 415 

100 Asp Pro He Leu He Lys Cys Leu Ala Glu Lys Leu Glu Glu Gin Gin 

101 420 425 430 

102 Arg Asp Trp He Thr Leu Pro Ser Glu Lys Leu Phe Met Asp Arg Asn 
10 3 435 440 445 

KM Leu Thr Thr Thr Ser 

10 5 4 50 

107 <210> SEQ ID NO: 3 

108 <211> LENGTH: 21 

109 <212> TYPE: DNA 

110 <:213> ORGANISM: Artificial Sequence 

111 <22()> FEATURE: 

112 -:223> OTHER INFORMATION: Primer 

113 <400> SEQUENCE: 3 

114 ggtttcaccg tctccaacat a 21 
lib <210> SEQ ID NO: 4 

11.7 -211 > LENGTH: 3 2 

118 <2l2> TYPE: DNA 

119 •:213> ORGANISM : Artificial Sequence 

120 <220> FEATURE: 

121 <223> OTHER INFORMATION: Primer 

122 <400> SEQUENCE: 4 

123 cgaggatcca gaatgaagat attcaaatgt ta 32 



125 <210> SEQ ID NO: 5 

126 <211> LENGTH: 31 

127 <212> TYPE: DNA 

128 <213> ORGANISM: Artificial Sequence 

129 vJ20> FEATURE: 

130 < 2 2 3 > OTHER INFORMATION: Primer 

131 <4 00> SEQUENCE: 5 

132 cgaggatccg caaaaagaca tttacttggt t 31 

134 v210> SEQ ID NO: 6 

135 v211> LENGTH: 2 0 
13b v212> TYPE: DNA 

137 v213> 'ORGANISM : Artif icial Sequence 

138 <220> FEATURE: 

139 <:223> OTHER INFORMATION: Primer 
14 0 <400> SEQUENCE: 6 

141 tcgtaaggca cctgatactt 20 

14 3 <210> SEQ ID NO: 7 
14 4 <211> LENGTH: 2 2 

145 <:J12> TYPE: DNA 

146 <:213> ORGANISM: Artificial Sequence 

147 v220> FEATURE: 

148 <:223> OTHER INFORMATION: Primer 
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149 


*• 


400> 


SEQUENCE: 7 




150 








gagtcagtgt ggaattgaat 


ac 


152 


* 


210> 


SEQ ID NO: 8 
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184 


< 


22 3 


> 
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4 00 


> 


SEQUENCE: 11 
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SEQ ID NO: 12 
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LENGTH: 1287 
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ccaccaaata 
ttcatcaaaa 
gtagtgatat 
agcttgagat 
taaacatgac 
ttagtaaaga 
aaatgcttga 
tggacacaaa 
gtaatgtctt 
aggctgacct 



ctactttatg 
gcctgaattt 
taattgcacc 
cctaacagtg 
cagtgactgt 
agaggcggag 
caggctgctg 
atccgaggat 
tgtggccagc 
caactgcatg 
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6 0 
120 
180 
24 0 
3 0 0 

3 60 
420 

4 80 
540 
600 
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203 aaggatctct atgcaatgag tgcaaactgg aagtacttga taaatctttg tggtatggat 660 

204 tttcccatta aaaccaacct agaaattgtc aggaagctca agttgttaat gggagaaaac 720 

205 aacctggaaa cggagaggat gccatcccat aaagaagaaa ggtggaagaa gcggtatgag 780 

206 gtcgttaatg gaaagctgac aaacacaggg actgtcaaaa tgcttcctcc actcgaaaca 840 

207 cctctctttt ctggcagtgc ctacttcgtg gtcagtaggg agtatgtggg gtatgtacta 900 

208 cagaatgaaa aaatccaaaa gttgatggag tgggcacaag acacatacag ccctgatgag 960 

209 tatctctggg ccaccatcca aaggattcct gaagtcccgg gctcactccc tgccagccat 1020 

210 aagtatgatc tatctgacat gcaagcagtt gccaggtttg tcaagtggca gtactttgag 1080 

211 ggtgatgttt ccaagggtgc tccctacccg ccctgcgatg gagtccatgt gcgctcagtg 1140 
J 12 tgcattttcg gagctggtga cttgaactgg atgctgcgca aacaccactt gtttgccaat 1200 

213 aagtttgacg tggatgttga cctctttgcc atccagtgtt tggatgagca tttgagacac 1260 

214 aaagctttgg agacattaaa acactga 1287 



216 <:210> SEQ ID NO: 13 

217 <:211> LENGTH: 428 

218 ^212> TYPE: PRT 

219 <:213> ORGANISM: Human 

220 v400> SEQUENCE: 13 



22 1 Met Leu Arg Thr Leu Leu Arg Arg Arg Leu Phe Ser Tyr Pro Thr Lys 

222 15 10 15 

223 Tyr Tyr Phe Met Val Leu Val Leu Ser Leu lie Thr Phe Ser Val Leu 

224 20 25 30 

225 Arg lie His Gin Lys Pro Glu Phe Val Ser Val Arg His Leu Glu Leu 
2J6 35 40 45 

227 Ala Gly Glu Asn Pro Ser Ser Asp lie Asn Cys Thr Lys Val Leu Gin 

228 50 55 60 

229 Gly Asp Val Asn Glu He Gin Lys Val Lys Leu Glu He Leu Thr Val 

230 65 70 75 80 

2 31 Lys Phe Lys Lys Arg Pro Arg Trp Thr Pro Asp Asp Tyr He Asn Met 

232 85 90 95 

233 Thr Ser Asp Cys Ser Ser Phe He Lys Arg Arg Lys Tyr He Val Glu 

234 100 105 110 

235 Pro Leu Ser Lys Glu Glu Ala Glu Phe Pro He Ala Tyr Ser He Val 

236 115 120 125 

237 val His His Lys He Glu Met Leu Asp Arg Leu Leu Arg Ala He Tyr 
23H 130 135 140 

2<V Met Pro Gin Asn Phe Tyr Cys Val His Val Asp Thr Lys Ser Glu Asp 

240 145 150 155 160 

241 Ser Tyr Leu Ala Ala Val Met Gly He Ala Ser Cys Phe Ser Asn Val 

242 165 170 175 

243 Phe Val Ala Ser Arg Leu Glu Ser Val Val Tyr Ala Ser Trp Ser Arg 

244 180 185 190 

245 Val Gin Ala Asp Leu Asn Cys Met Lys Asp Leu Tyr Ala Met Ser Ala 

246 195 200 205 

247 Asn Trp Lys Tyr Leu He Asn Leu Cys Gly Met Asp Phe Pro He Lys 

248 210 215 220 

249 Thr Asn Leu Glu lie Val Arg Lys Leu Lys Leu Leu Met Gly Glu Asn 
2 r .O 225 230 235 240 

251 Asn Leu Glu Thr Glu Arg Met Pro Ser His Lys Glu Glu Arg Trp Lys 

252 245 250 255 
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